Salmonella enteritidis has been and is an increasing cause of outbreaks of gastroenteritis in the United States, the United Kingdom, and parts of Europe (Editorial, Lancet i: [720] [721] [722] 1988 Susceptibilities to antimicrobial agents were determined, using the high-potency disk diffusion method of Bauer et al. (1) ; the antibiotics included were chloramphenicol, tetracycline, cephalothin, sulfisoxazole, nalidixic acid, ampicillin, carbenicillin, kanamycin, streptomycin, gentamicin, trimethoprim, and trimethoprim-sulfamethoxazole.
Phage types were determined by the method of Ward et al. (9) . Materials and protocols were kindly provided to the Centers for Disease Control laboratories by B. Rowe and L. Ward of the Public Health Laboratory Service in London, England, and methods were as described previously, without significant modification (9) . For comparison, representative strains of the two most common S. enteritidis phage types in the United States were included in the laboratory studies. Strain B1642, phage type 13a, and strain B1267, phage type 8, were isolated from stools of diarrheal patients in the current outbreak. All strains were subcultured and held at room temperature on conservation medium for members of the family Enterobacteriaceae (Institut Pasteur Production).
Plasmid DNA was extracted by the method of Birnboim and Doly (2) and further purified by treatment with RNase, protein extraction with phenol-chloroform, and reprecipitation in ethanol. Electrophoretic separation of plasmid species by molecular weight and subsequent size estimations were accomplished by the method of Meyers et al. (7) . Table 1 ; all but one patient were under six years of age, and the median age was 11.5 months. Four children (patients 594, 606, 657, and 691) were hospitalized in the pediatric ward for at least 1 week before their blood was cultured and may have acquired their infections in the hospital. The remaining eight children were hospitalized for a fever which led to blood cultures being performed within a few days after admission and were probably infected before their admission to the hospital. Specific data are presented in Table 1 . All the children presented with fever, and eight of them presented with diarrhea. Eight children were examined for cardiac rhythm and were found to have tachycardia. Two children had splenomegaly, but they also had hemolytic anemia. All children recovered without incident.
Although the 12 isolates were initially thought to be Salmonella typhi because they failed to produce gas in Kligler-Hajna medium, they were otherwise biochemically and serotypically S. enteritidis. This is in contrast to the S. enteritidis strains previously isolated in Bangui (4, 5) . Also, in contrast to the previous isolates that were susceptible to antimicrobial agents, all strains were resistant to ampicillin, carbenicillin, and streptomycin, and 9 strains were resistant to chloramphenicol. All but three strains were resistant to tetracycline, and all but another two strains were resistant to sulfisoxazole ( Table 2) .
Five plasmid profiles are listed in Table 2 : one 6-megadalton (MDa), one 35-MDa plus one 6-MDa, one 42-MDa plus one 6-MDa, one 65-MDa, and one 65-MDa plus one 6-MDa plasmid. All strains containing the 65-MDa plasmid were resistant to tetracycline, while strains containing the 6-MDa plasmid plus either the 35-or 42-MDa plasmid were susceptible to tetracycline and resistant to chloramphenicol, ampicillin, carbenicillin, streptomycin, and sulfisoxazole. The one strain containing a 6-MDa plasmid alone was susceptible to tetracycline and chloramphenicol.
All strains were lysed by S. enteritidis phages 6 and 7. This is not a previously recognized phage group (9) .
DISCUSSION
We report here the first outbreak of antibiotic-resistant S. enteritidis in the CAR. Additionally, these strains were virulent enough to be isolated from blood and to cause a persistent fever that was the only reason for the hospitalization of eight children. There was no apparent concomitant outbreak of diarrheal disease, and no S. enteritidis was isolated from stool during the 4.5-month period described in this study. A similar observation was also made in Liberia, where the S. enteritidis strains which were resistant to antimicrobial agents appeared to be more virulent, causing death in 27.8% of the infected patients (6) . As in 1981 in Liberia, only children were infected. Another, more recent, report indicates that a similar outbreak is occurring in hospitalized children in Zaire (J. Levy, P. De Mol, D. Devos, G. Verhaegen, J. Vandepitte, J. P. Butzler, and M. Couturier, 29th ICAAC, abstr. no. 684, 1989) .
We believe that the 12 cases in the CAR represent a common-source outbreak on the basis of a unique biochemical reaction and resistance to multiple antimicrobial agents common to all 12 strains yet unlike that of any other S. enteritidis previously isolated in the CAR. Antibiotic resistances are rarely observed in Salmonella species in Bangui: Although five distinct plasmid profiles have been identified among this otherwise homologous group of unusual isolates, we believe that these variations may be the result of the unrestricted sale and use of antibiotics that can influence the acquisition of R plasmids and transposable R determinants. Such antibiotic-selective pressure or the discontinued use of it could explain the minor differences in susceptibility and plasmid DNA profiles. Plasmid rearrangements or deletions may also have occurred during laboratory isolation, subculture, and storage. This discovery of S. enteritidis strains that are resistant to multiple antibiotics and associated with systemic illness is a cause for concern for the public health. It seems possible that a similar situation and even more severe disease could arise with S. typhi infections in a country in which that organism is endemic and in which the sale of antibiotics is not restricted. During the time of this study, 59 S. typhi strains susceptible to antimicrobial agents were isolated from blood samples.
